
Jane E. Johnson, Ph. D. 
Professor, Dept of Neuroscience, UT Southwestern Medical Center  5323 Harry Hines Blvd, Dallas, TX 75390-9111 

 Phone: 214-648-1870  Fax: 214-648-1801 E-Mail: Jane.Johnson@utsouthwestern.edu 

Research Interests 

• Molecular control balancing progenitor cell maintenance with neuronal differentiation in the 
vertebrate central nervous system__implications for tumor progression in neural and neuroendocrine 
cancers. 

• Generation of neuronal diversity and circuit formation through defining the molecular control of 
neuronal subtype specification particularly in somatosensation circuitry in the dorsal spinal cord. 

• Transcriptional control of these processes through studying the regulation and function of the bHLH 
factors Ascl1 (Mash1), Atoh1 (Math1), Ptf1a, Neurog1 (Ngn1), and Neurog2 (Ngn2). 

• Currently using genome wide target analysis of the bHLH transcription factors to identify novel 
target genes. Determining the function of the targets for their roles in neuronal differentiation and 
generation of neuronal circuitry. 

Education/Training 

Postdoctoral training: California Institute of Technology with David Anderson, Ph. D. (1988-1992) 

Ph.D. Department of Biochemistry, University of Washington, Seattle (1988) 
 (Thesis Advisor: Stephen Hauschka, Ph. D.) 

B.S. Magna Cum Laude, Chemistry, University of Washington, Seattle (1983) 

Experience 

• Assistant Professor, Center for Basic Neuroscience, Departments of 
Cell Biology and Pharmacology, University of Texas Southwestern 
Medical Center 

 1993-2000 

• Associate Professor, Center for Basic Neuroscience, Departments of 
Cell Biology and Pharmacology, University of Texas Southwestern 
Medical Center 

 2000-2006 

• Chair, Neuroscience Graduate Program, University of Texas 
Southwestern Medical Center 

 2001-2008 

• Professor, Department of Neuroscience, with secondary appointment 
in Department of Pharmacology, University of Texas Southwestern 
Medical Center  

 2006-present 

• Interim Chair, Department of Neuroscience, University of Texas 
Southwestern Medical Center 

 2008-2009 

• Vice-chair, Department of Neuroscience, University of Texas 
Southwestern Medical Center 

 2007-present 

• Member, Harold C. Simmons Comprehensive Cancer Center, Cancer 
and Development Scientific program. 

 2011-present 

Administrative Experience 

• Institutional Animal Care and Use Committee  1994-2006 
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• Graduate Student Advisory Committee  1997-2007 

• Graduate School Curriculum Committee  1999-2006 

• Women in Science and Medicine Advisory Committee  2000-2002 

• Chair, Neuroscience Graduate Program  2001-2008 

• Steering Committee, Division of Biological Sciences Graduate Prog  2001-2008 

• Graduate Executive Council  2001-2008 

• Postdoctoral Advisory Committee  2004-present 

• Medical Scientist Training Program, Admissions Committee  2005-present 

• Institutional Promotions and Tenure Committee  2006-present 

• Vice-Chair, Department of Neuroscience  2007-present 

• Interim Chair, Department of Neuroscience  2008-2009 

• Search Committee for Chair of Neurology   2008-2010 

• Search Committee for Neuroscience Dept Faculty   2008-present 

• Institutional Conflict of Interest Review Committee   2010-present 

Fellowships/Honors/Awards 

• Muscular Dystrophy Association Postdoctoral Fellowship  1989-1991 

• Neurofibromatosis Foundation Young Investigator Award  1991-1993 

• Established Investigator of the American Heart Association  1995-2000 

• The Nichole Silversteen Research Chair  2008-2011 

• Excellence in Postdoctoral Mentoring Award from the Postdoctoral 
Association at UT Southwestern 

 2011 
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